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Показаны документы, содержащие фрагменты текста из документа

 http://mccmb.belozersky.msu.ru/2013/abstracts/abstracts/120.pdf.









1. Geometrical core

 ... Alternative core new atoms (%) . ... An alignment of a set of structures is a set of positions , to each position some atoms from different structures correspond. ... Geometrical core of a set of structures is a subset of alignment positions those atoms are disposed similarly in all structures. ... For any two positions included into geometrical core, the distances between CA atoms of those positions in all structures may differ not more than the value of the parameter "Distance spreading". ... 




      
[
Сохраненная копия

] 
 Ссылки http://mouse.genebee.msu.ru/~sas/gc.html -- 4.2 Кб -- 18.03.2010

    
      
[
Сохраненная копия

] 
 Ссылки http://mouse.belozersky.msu.ru/~sas/gc.html -- 4.2 Кб -- 18.03.2010

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>6982) - mouse.belozersky.msu.ru/ )






    






2. SDPsite - Algorithm Format requirements

 ... Algorithm & . Format requirements . ... SDPsite is a tool for identification of protein active and other functional sites, based on spatial clustering of SDPs (specificity-determining positions, described here ) with CPs (conserved positions). ... Mapping predictied positions onto structure and construction of the best cluster . ... The input data of the algorithm are a multiple protein alignment divided into specificity groups . ... is called statistical significance of the set of k* positions . ... 




      
[
Сохраненная копия

] 
 Ссылки http://bioinf.fbb.msu.ru/SDPsite/algo.html -- 11.1 Кб -- 27.05.2008

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>145) - bioinf.fbb.msu.ru/ )
	SDPsite

	Site Cluster







    






3. RNA secondary structure prediction

 ... If there's no significant multiple alignment , including the sequence, that you interest, then the secondary structure is built, using only the energy model (just the potential energy of the system is minimized), but very often such method will give unreliable results. ... It should be mentioned that by default, at alignment case, the RNA secondary structure will be predicted for the first sequence of the alignment. ... It is done through optimizing, not the real, but model energy of the structure. ...




      
[
Сохраненная копия

] 
 Ссылки http://www.genebee.msu.ru/services/hlp/rna2-hlp.html -- 9.1 Кб -- 11.10.2001

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>260) - www.genebee.msu.ru/ )
	Screening of pattern or alignment against PROTEIN databank

	IGLA-3D User Guide

	Bioinformatics portal, Moscow State University







    






4. Burdick Ch.L., Ellis J.H. - The Crystal Structure of Chalcopyrite Determined by

Электронная библиотека Попечительского совета . ... Burdick Ch.L., Ellis J.H. - The Crystal Structure of Chalcopyrite Determined by X Rays . ... Название: The Crystal Structure of Chalcopyrite Determined by X Rays . Авторы: Burdick Ch.L., Ellis J.H. Язык: . ... Электронная библиотека попечительского совета мехмата МГУ , 2004-2016 . ... 




      
[
Сохраненная копия

] 
 Ссылки http://lib.mexmat.ru/books/40956 -- 14.7 Кб -- 10.04.2016

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>17181) - lib.mexmat.ru/ )
	Jensen K.V. - The Ni-YSZ interface. Structure, composition and electrochemical

	Kalos M.H., Percus J.K., Rao M. - Structure of a Liquid-Vapor Interface ::

	Billinge S.J.L., Thorpe M.F. - Local structure from diffraction :: Электронная







    






5. Heliophysics, Internal structure and seismology

This home page belongs to small group of scientists working at . Sternberg Astronomical Institute which is a part of Moscow State University . ... Электронная библиотека научно-технической и художественной литературы (доступна только из ГАИШ) . ... Local staff . Dr. Edward Kononovich (konon -at- sai.msu.ru), Associate Professor . ... Dr. Sergey Ayukov (asv -at- sai.msu.ru), Research Fellow, Webmaster of the group . ... Joint seminar of Solar Studies Structure Group and Solar Photometry Group . ... 




      
[
Сохраненная копия

] 
 Ссылки http://crydee.sai.msu.ru/ -- 5.6 Кб -- 21.03.2012

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>1317) - crydee.sai.msu.ru/ )
	Work notes







    






6. NPIDB: Home

Home . Database of structures of nucleic acid - protein complexes . ... List of complexes . Pfam families . SCOP families . Interaction classes . ... NPIDB . ... Information on SCOP and Pfam domains detected in protein chains is presented. ... Each family has its own web page with the list of entries that include domains of the family. ... List of SCOP domains occurred in DNA-protein and RNA-protein complexes is organized in tree-like form, according to the SCOP classification. ... 




      
[
Сохраненная копия

] 
 Ссылки http://npidb.belozersky.msu.ru/ -- 15.4 Кб -- 09.04.2016

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>16) - npidb.belozersky.msu.ru/ )
	NPIDB: 5DPK structure







    






7. Schedule : Nonlinearity of Media and Structures, Nonlinear Testing

Schedule : Nonlinearity of Media and Structures, Nonlinear Testing . ... Guyer R. (invited) . ... Esipov I. B. Nonlinear Sound Wave Propagation in 2-D Hysteretic Medium . ... Berndt T. P. Simultaneous Probing of the Nonlinear Effect of a Plane Unbonded Interface on Incident Longitudinal and Shear Acoustic Waves as a Function of Amplitude and Pressure . ... R. E. (invited) . ... Korobov A. I. Influence of Internal Structure of Polycrystalline Copper on Its Nonlinear Elastic and Acoustic Properties . ... 




      
[
Сохраненная копия

] 
 Ссылки http://acs366.phys.msu.su/isna16/Schedule-section3.htm -- 87.7 Кб -- 10.07.2002

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>410) - acs366.phys.msu.su/ )
	Abstract

	Nonlinearity of Media and Structures, Nonlinear Testing







    






8. ETS_all_contacts alignment

 ... All contacts alignment . ... Blue background means a contact with backbone phosphate. ... HBond with major groove + contact through a molecule of water with backbone phosphate; . ... contacts through water molecules both with backbone phosphate and major groove; . ... HBond with major groove + contacts through water molecules both with backbone phosphate and major groove; . ... HBond with major groove + engagement in hydrophobic cluster + contact through a molecule of water with backbone phosphate; ...




      
[
Сохраненная копия

] 
 Ссылки http://monkey.belozersky.msu.su/npidb/pdb/html_pfam/PF00178/all.html -- 6.0 Кб -- 01.10.2008

    
      
[
Сохраненная копия

] 
 Ссылки http://mouse.belozersky.msu.ru/npidb/pdb/html_pfam/PF00178/all.html -- 6.0 Кб -- 01.10.2008

    
      
[
Сохраненная копия

] 
 Ссылки http://monkey.belozersky.msu.ru/npidb/pdb/html_pfam/PF00178/all.html -- 6.0 Кб -- 01.10.2008

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>5656) - monkey.belozersky.msu.ru/ )
	ETS_water_bridges

	SDP home page

	ETS_hydrophobic_interactions







    






9. RNA Tertiary Structure Modelling : Step1

RNA Tertiary Structure Modelling . ... Two steps to fold coarse-grained model of RNA tertiary structure . ... fill in RNA secondary structure form with CT format (also with pseudoknots); . ... push "Finish Step #1" button to obtain secondary and intermediate* structures. * intermediate structure is the structure with minimum of "free energy" contains formed helixes and stacking, but without tertiary interactions . RNA secondary structure form . ... some useful RNA secondary structure databases: . ... 




      
[
Сохраненная копия

] 
 Ссылки http://dualopt1.cmm.msu.su/ -- 7.4 Кб -- 03.06.2013

    
      
[
Сохраненная копия

] 
 Ссылки http://dualopt1.cmm.msu.ru/ -- 7.4 Кб -- 03.06.2013

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>33360) - dualopt1.cmm.msu.ru/ )






    






10. Align tool for DNA-protein complexes

. A program for alignment of structures of DNA-protein complexes . Home . Feedback . Help . About . Input PDB code of the first complex: and chain of the protein (optional): . Input PDB code of the second complex: and chain of the protein (optional): . If you get stuck with program input, try example data and click Align! Example data . 2016




      
[
Сохраненная копия

] 
 Ссылки http://mouse.genebee.msu.ru/tools/StructAlign.html -- 5.0 Кб -- 03.03.2016

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>32) - mouse.genebee.msu.ru/ )
	ConClus

	StructAlign help

	Nhunt: program for nucleic acid sequence similarity search







    






11. GiST - Introduction

GiST home | Introduction | ... GiST is a height-balanced tree structure with tree nodes containing (p, ptr) pairs, where p is a predicate ( attribute ),which is used as a search key, and ptr is the pointer to data for a leaf node or a pointer to another tree node for a non-leaf node. ... Every node contains between min and max index entries unless it is the root . ... For each index entry (p, ptr) in a non-leaf node, p is true when instantiated with the values of any tuple reachable from ptr . ... 




      
[
Сохраненная копия

] 
 Ссылки http://www.sai.msu.su/~megera/postgres/gist/doc/intro.shtml -- 8.7 Кб -- 22.12.2007

    

Похожие документы



    

Еще в разделе: 
(Показать все результаты (>3373) - www.sai.msu.su/ )
	SAL- Programming - Tools & Utilities - C Interfaces and Implementations

	SAL- Computer Graphics, Images Signals - Misc - Boost Graph Library

	SAL- Computer Graphics, Images Signals - Misc - GGCL







    






12. http://www.sevin.ru/ecosys_services/references/Puzachenko_Forming%20of%20landscape%20structure%20on%20south%20of%20Valday%20highland.pdf

Forming of landscape structure on south of Valday Hill M.Yu. ... Landscape components reflected through spatial variation of numerous properties, determined on digital elevation model (made with topographic map 1:100000), composition of multispectral images Landsat 5, Landsat 7, Geocover (1990 and 2000) and gridded maps of climatic variables with 10 arc minute resolution. ... Each landscape component has properties independent from the whole and determining its autonomous variation. ... 
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